Fig. 1 

TGGTTGTCCTGGAACTCACTCTGTAGACCAGGCTGGCCATGAACTCACAGA 

GATCTACCTCCTGAGTGCTGGGATTAAAGGTTTGTGCCACCACCTCCCAACT 

CTAAGGTGTTTCTTTAAGTTAGGGGCATAGTAAACATTGTTGAGATACTAGA 

GGAACACTGAATGAAAAXI^GGACATCTCTGCTTTAGGTTTGTGCTGAGCA 

GTTTGCCTCTTATCTTCACCrATGCrGAAAAGTTTGAGTTCATAATTTTGAA 

CATGCATATGATAAAATATTCTGGCCGCACATTGAATAAATATATTTTAAAT 

GAACTTACCTTTAAAATGTCAGTAACAACTCTGCATGGTTTTCTTCTTACCT 

CCATAGGTATGGTCTGAA TATGCGTTGTTTGGCAGCTCGGGTCAACTATAA 

GACTTTGATTATCATCTGTGCGCTATTCACTTTGGTCACAGTACTTTTGTGG 

AATAAGTGTTCCAGCGACAAAGCAATCCAGTTTCCTCGGCACTTGAGTAGT 

GGATTCAGAGTGGATGGATTAGAAAAAAGATCAGCAGCATCTGAAAGTAAC 

CACTATGCCAACCACATAGCCAAACAGCAGTCAGAAGAGGCATTTCCTCAG 

GA4CAACAGAAGGCACCCCCTGTTGTTGGGGGCTTCAATAGCAACGGGGGA 

AGCAAGGTGTTAGGGCTCAAATATGAAGAGATTGACTGTCTCATAAACGAT 

GAGCACACCATTAAAGGGAGACGAGAGGGGAATGAAGTTTTCCTTCCATTC 

ACTTGGGTAGAGAAA TA CTTTGATGTTTATGGA A A A GTGGTGGG A GT ATfi A 

CGGGTAT GATCGATinrGAATTG::TCTCATAGOTATTCCAAAGTCTATfiCAGArrA 

GAGCCCCTTATCACCCTG-ATGGTGTGTTTATGTCCTTTGAAGGCTACAATGTGGA 

AGTCCGAGACAGAGTCAAGTGCATAAGTGGGGTTGAAGGTGTACCTTTATCTACA 

CAGTGGGGACCTCA A GGGT ATTTCTACCC AATCC AGATTGCAC AGT ATGGGTT A A 

GTCACTAGAGGAAGAATCTAACTGAAAAACCCCCTCATATAGAGGTATATGAAA 

CAGCAGA AGAC AGGGAC AAAAAC AGG AAGGCC AATGACTGGACTGTGGCG A A GG 

GGTGGTTTATGGGTAGTGTGGGTGATAAGTGAAGATTCACCAAT GTTAAACAGTT 

CATTGGTC CAGAA AGGAGTGAAGGTGTATCCTTGGAACTGGGGAAGACA A A AGA 

TTTTATTATTTGATTTGACGTCAAGTTCTTAACAAATGGAAGCGTGTCTGTGGTTC 

TGGAGACGAGAGAAAAGAATCAGCTCTTCACTGTACATTATGTGTCAAATACCCA 
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GCTAATT-GCTTTTAAAGAAAGAfMCATATACTATGGCATCGGGCCCAGAACATCA 

TGGAGCACAGTTACCCGGGACCTGGTCACTGACCTCAGGAAAGGAGTGGGTCTTT 

CCAACACAAAAGCTGTCAAGCCAACAAGAATAATGCCCAAGAAGGTGGTTAGGT 

TGATTGCGAAAGGGAAGGGCITCCTTGACAACATTACCATCTCTACCACAGCCCA 

CATGGCTGCCTTCTTCGCrGCCAGTGACTGGCTGGTGAGGAACCAGGATGAGAAA 

GGCGGCTGGCCGATTATGGTGACCCGTAAGTTAGGGGAAGGCTTCAAGTCTTTAG 

AGCCAGGGTGGTACTCCGCCATGGCCCAAGGGCAAGCCATTTCTACATTAGTCAG 

GGCCTATCTCTTAACAAAAGACCATATATTCCTCAATTCAGCTTTAAGGGCAACA 

GCCCCTTAGAAGTTTCTGTCAGAGCAGCATGGAGTCAAGGCTGTGTTTATGAATA 

AACATGACTGGTATGAAGAATATCCAACTACACCTAGCTCTTTTGTTTTAAATGG 

CTTTATGTATTCTTTAATTGGGCTGTATGACTTAAAAGAAACTGCAGGGGAAAAA 

CTCGGGAAAGAAGCGAGGTCCTTGTATGAGCGTGGCATGGAATCCCTTAAAGCC 

ATGCTCCCCTTGTACGACACTGGCTCAGGAACCATCTATGACCTCCGGCACTTCA 

TGCTTGGCATTGCCCCCAACCTGGCCCGCTGGGACTATCACACCACCCACATCAA 

TCAACTGCAGCTGCTTAGCACCATTGATGAGTCCCCAATCTTCAAAGAATTTGTC 

AAGAC^tTGGAAGAGCTACCTTAAACtGCAGCCGGGCAAAGCACAACTAG 



ATGCGTTGTTTGGCAGCTCGGGTCAACTATAAGACTTTGATTATCATCTGTGCGC 
TATTCACTTTGGTCACAGTACTTTTGTGGAATAAGTGTTCCAGCGACAAAGCAAT 
CCAGTTTCCTCGGCACTTGAGTAGTCtGATTCAGAGTGGATGGATTAGAAAAAAGA 

tcagcagcatctgaaagtaaccactatgccaaccacatagccaaacagcagtca 

gaagaggcatttcctcaggaacaacagaaggcaccccctgttgttgggggcttca 

atagcaacgggggaagcaaggtgttagggctcaaatatgaagagattgactgtc 

tcataaacgatgagcacaccattaaagggagacgagaggggaatgaagttttcc 

ttccattcacttgggtagagaaatactttgatgtttatggaaaagtggtccagta 

tgacggctatgatcgatttgaattctctcatagctattccaaagtctatgcacag 

agatcaccttatcaccctgacggtgtgtttatgtcctttgaaggctacaatgtgg 

aagtccgagacagagtcaaatgtataagtggagttgaaggtgtgccattatctac 

CCAGTCtGGCtCiCCTCAACtCtCTATTTCTACCCAATCCAGATTGCACAGTATC^ 

agtcattacagcaagaatctaaccgagaaaccccctcacatagaagtatatgaa 

acagcagaagacagggacagaaacatcagacctaatgaatggactgtgcccaag 

ciggtgcttcatggccagtgtggcagaca agtct agatcc acca atgtta a ac agtt 

tattgctccagaaaccagtgaaggtgtgtctttgcagctgggaaacacaaaagac 

ttcattatttcatttgacctcaagcttttaacaaatgggagtgtgtctgtggttct 

ggagaccacagaaaagaatcagctcttcactgtgcattatgtctcaaacaccc.ag 

ctgattgctttcagagacagggacatatactacggcattgggcccagaacttcat 

ggagtacagttaccagagacctggtcactgacctcaggaaaggagtgggccttt 

ctaacacaaaagctgtcaagccaaccaaaatcatgcccaaaaaggtggttaggt 

tgattgcaaaagggaagggattcctggacaacattaccatctcaaccacagccc 

acatggctgcattctttgctgcaagtgactggctagtgaggaaccaggatgag.aa 

AGGTGgCtGGCCA ATT ATGGTGACCCGGA AGTT AGGGGAAGGGTTTAAATCTTTAG 

aaccaggatggtactctgccatggcacaagggcaagccatctctaccttagtcag 

ggcctatcttctaacgaaagactatgtattcctcagttcagctttaagggcaaca 

gccccatacaagtttccgtcagagcagcatggagttaaagccgtgttcatgaata 

aacatgactggtatgaagaatatccaaccacacctagctcttttgttttaaatgg 

ctttatgtattctttaattgggctgtatgacctaaaagaaacagcaggggagaca 



FIG. 2 



CTTGGGAAAGAAGCAAGGTCCTTGTACGAGCGCGCfCATGOAATCTCTTAAAGCC 

ATGCTGCCCTTGTATGATACTGGCTCCGGGACCATCTATGACCTCCGCCACTTCA 

TGCTTGGCATTGCTCCCAACCTGGCCCGCTGGGACTATCACACCACCCACATTAA 

CCAGCTGCAGCTGCTCAGCACCATCGATGAGTCCCCAATCTTCAAAGAATTTGTC 

AAGAGGTGGAAAAGCTACCTTAAAGGCAGTAGGGCAAAGCACAAC 
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MetArgCysI^uAlaAlaArgValAsnT^ 

uJ^uTrpAsnLysCysSerSerAspLysAIaneanPheProArgffsLeuSerSerGlyPheArgValAspGlyL 

eiiGluLysArgSerAIaAlaSeiGluSerAsnH^ 

roGlnGiuGlnGl&LysAlaProProValVaJGlya^ 

sTyiGluGIuDeAspCysI^uIleAsnAspGli^ 

roPheThrTrpValGluLysTyrPheAspV^ 

heSerffisSerTyrSerLysValTyrAlaGlnArgSerProTyrHisProAspGIyValPheMetSerPheGIuGly 

TyrAsnValGluValArgAspArgVall,ysCysneSerGlyVaIGluGlyValProI^iiSerThrGlnTrpGlyPr 

oGlnGIyTyrPheTyrProHeGlnlleAlaGln^^ 

HisneGluValTyrGluThrAlaGluAspArgAs 

ysPheMetAlaSerValAlaA^pLysSerArgSerTlirA^nValLysGInPheDeAlaProGluThrSerGIuGIy 

ValSeri^uGInl^uGlyAsnThrLysAspPhelle^ 

rValVail^uGIuThrThrGhiLysAsnGlnl^ 

ArgAspArgAspDeTyrTyrGlylleGlyProArgT^ 

uArgLysGlyValGlyLeuSerAsnThrL^^ 

eAlaLysGlyLysGlyPhel^uAspAsnlleTMleSe^ 

spTrpI^uValArgAsnGlnAspGluLysGIyGlyT^^ 

sSerl^iiGluProGlyTrpTyrSerAlaMetAlaGl^ 

lirLysAspTyrValPhel^uSerSerAlal^uArgAJaTlirAlaProTyrLysPheProSerGluGlaffisGIyVal 
LysAJaValPheMetAsnLysffisAspTipTyrGluGluTyrProThrThrProSerSerPheVall^uAsnGlyP 
heMetT}rSer]^uneGlyl^uTyrAs^^ 

uTyrGluArgGlyMetGIuSerl^uLysAlaMetLeuProLeuTyrAspThrGIySerGiyThrUeT^ 
ArgHisPheMetl^iiGlyneAlaProAsnl^uAlaA^ 

iiUu5erThrn e AspGluSerPronePheLysGluPheValLysArgTipLysSerTyrLeiiLysGIySerArgAJ 
aLysHisAsn 
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conserved peptide seq. 
hotspofs 



Hypothetical orientation, if inserted into golgi 
cytosol->(umen 



->cytosol- 



->Iumen 



Key: 



signal sequence, Hydrophobic 
highly hydrophobic transmembrane (TM) 
transmembrane (TM) or buried sequence 
sequence 



most conserved peptide sequence 
(>50% s'milarity to C elegans 71 .9 
KD hypothetical protein; 
38% similarity to Methanococcus 
hypothetical protein). Note: 
peptide identity between mouse, 
bovine and human > 95%l 



Which in text appears: 



mouse C5-e._ 
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First active tagged recombinant (bovine} C5 
(specific activity 5 X 10 5 cprn/mg/ri) 

FIG. 6A ^^5^)6 

bovine 



The most active recombinant ( full mousej C5 
(specific activity 2X10 cpm/mg/h) 



FLAG epitope 




Chimeric construct 

(preliminary data indicate activity is 87% of full 
mouse) : 



FLAG epitope 



(HfS)6 



bovine 



Truncated mouse 

(preliminary data indicate activity is same as first bovine 
construct}: 



FLAG epXope(HlS)6 
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^Thr.leleuCysTrpLeuA.^ 

CACCArCACGATTACGATATCCCAACGACCGAAAACCTGTATTTTCAGGGCGCCATG 
WfsHisHisAspTyrAspI i eProTh rThrGI oAsnLeuTyrPheGl nGl yA( aMe t 
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1. MWstds(New 
England Biolabs 
Broad Range, 
prestained) 

2. mC5-epimerase 
sample 



Western blot stained with an ti -FLAG 
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FIG. 9 



